Isolates from five patients with genitourinary infections diagnosed over a 7-week period were identified as CDC group HB-5. The organisms caused clinical presentations of pelvic inflammatory disease in three women and urethritis in the only male in the series. The remaining patient received surgical treatment for a Bartholin gland abscess. Since the clinical and temporal presentations were remarkable and the questions of sexual mode of transmission and strain relatedness were of concern, the five strains were examined further by multilocus enzyme electrophoresis and ribosomal DNA typing. Overall, the five clinical isolates were more closely related to each other than to the control strains. This is the first report describing genitourinary infections caused by group HB-5. While the pathophysiology of group HB-5 infections remains to be fully elucidated, the possibility that this organism may be sexually transmitted deserves further study.
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Although numerous microorganisms have been identified as causes of urethritis (2) , pelvic inflammatory disease (17) , and Bartholin gland abscess (6) , exact identification of the etiologies of these clinical presentations in many patients is never made. For example, in fully 20 to 30% of men with urethritis, no agent can be identified as the cause of their illness (2) . Of course, the cost of identifying specific etiologies for some of these maladies is prohibitive, particularly in the public health sector, where many of these patients seek medical care. Thus, they are generally treated empirically with recommended regimens (3) that have been proven efficacious in eliminating likely pathogens in most patients presenting with specific syndromes.
In 1964, E. O. King assigned the designation HB-5 to five strains of bacteria that were fastidious, fermented glucose with the formation of gas, and produced indole (7) . The strains were isolated from urine (two strains), an infected finger, amniotic fluid, and a Bartholin cyst. In this report we describe five cases of genitourinary infections caused by isolates of group HB-5. To the best of our knowledge, this is the first time that this group of bacteria has been identified as the specific pathogen in male urethritis, pelvic inflammatory disease, and Bartholin gland abscess. Detailed laboratory analysis of the five strains showed many similarities among the isolates. We speculate about the possible role of sexual transmission of this group of bacteria. At the time of her initial evaluation, her temperature was 38°C. Pelvic examination showed a yellow vaginal discharge, and the patient felt pain on cervical motion and palpation. The results of the rectal examination were normal.
A wet preparation of a cervical swab specimen showed few trichomonads, and potassium hydroxide slides were negative for yeast forms. Gram-negative bacilli grown from cervical swab cultures were later identified as CDC group HB-5.
The patient was treated for presumed pelvic inflammatory disease with ceftriaxone, 250 mg intramuscularly, and metronidazole, 2 g orally. In addition, she was given doxycycline, 100 mg, to be taken orally twice daily for 10 days.
Her symptoms gradually resolved, but when she was examined approximately 4 Plasmid characterization. Plasmid profiles were done by removing the growth from a chocolate agar plate (BBL) with a cotton swab and enriching for plasmid DNA by an alkaline lysis method (1) , followed by analysis on an agarose gel (9, 10). Photography of gels, molecular size markers, and estimation of plasmid sizes were done as described previously (13) .
SDS-PAGE. Isolates were prepared for sodium dodecyl sulfate-polyacrylamide gel electrophoresis (SDS-PAGE) by the method of Swanson (16) . Bacteria were removed from chocolate agar plates with Dacron swabs and suspended in phosphate-buffered saline, pH 7.2, to an optical density of 0.6 at 540 nm. Samples containing 1.5 ml of the standardized suspensions were transferred to microfuge tubes and centrifuged for 5 min, and the resulting pellets were suspended in 50 ,ul of phosphate-buffered saline. Samples containing 4 pul of this concentrated suspension were added to a solubilization buffer composed of 4% SDS (BDH Chemicals Ltd., Poole, U.K.), 8% 2-mercaptoethanol, 20% glycerol, 1.25 M Tris hydrochloride (pH 6.8), and 0.1% bromophenol blue and boiled for 5 to 7 min. After 5 to 10 s of centrifugation, 10-pi samples were loaded onto a 12.5% polyacrylamide gel (with a 5% stacking gel), as described by Laemmli (8) and modified by Swanson (15) . Gels were electrophoresed at 30 mA constant current and fixed overnight in 50% methanol-10% acetic acid. The gels were silver stained by the method of Morrissey (11) . sexual partners for the five patients, but none of the partners named cross-matched with the five study cases. No further sexual contact investigations were performed.
RESULTS
Mobility patterns of the multilocus enzyme electrophoretic analysis for each of the seven enzymes tested were identical in all five case isolates and the four control strains (Table 4) .
rDNA typing was performed after whole-cell DNA was fragmented separately with either restriction endonuclease PstI or EcoRI. The five case strains and the four control strains had a single restriction endonuclease pattern and a single rDNA pattern after PstI treatment. When EcoRI was used, four of the case strains and one of the four control strains showed a single restriction pattern; the remaining case strain and the other three control strains demonstrated a second restriction pattern (Table 4) . When the EcoRI The data indicate that all five group HB-5 strains caused genitourinary infections and that the isolates were very closely related. The case isolates and four control strains isolated in different states over a 3-year period were analyzed by several molecular fingerprinting methods in an effort to determine whether the cluster of case isolates were a single strain. Each of these methods had previously been used successfully to identify clones in a wide variety of pathogenic species. The four control strains, assumed to have separate origins, were inseparable from each other and from the five case strains by multilocus enzyme electrophoretic analysis, chromosomal DNA restriction analysis with PstI, and rDNA fingerprinting after treatment with restriction endonuclease PstI. These results indicate that at least most HB-5 strains are very closely related, representing a single clone or a small number of clones that have diverged to a very slight extent.
Separation of HB-5 strains was done by SDS-PAGE, plasmid profile, and restriction with EcoRI alone or followed by rDNA fingerprinting. In all of these analyses, three or four case strains were linked (inseparable) in a group shared by one or two control strains. However, the same case strains were linked by different analyses, and the data do not provide unequivocal evidence of a single-source outbreak. Conversely, these data certainly do not rule out a common source of HB-5 infection.
Similarly, there was no evidence for a common sexual contact among the five patients. Thus, the question of whether some or all of the cases were sexually transmitted must remain unanswered. Certainly all five clinical presentations were compatible with commonly seen sexually transmitted diseases. Furthermore, the likelihood that five unlinked, sporadic infections with this rarely occurring bacterium would occur within 7 weeks or that nosocomial contamination was responsible for these isolations is extremely remote. We therefore conclude that group HB-5 must be considered as a possible agent of sexually transmitted disease.
